Supplementary Table 2: Comparative length analysis of the assembled transcripts between the present transcriptome data set and previously reported transcriptome.
	 No.
	               Transcripts
	Present transcriptome data set
	Previously reported [10] transcriptome

	
	
	Transcripts

length (bp)
	Unigene ID
	Transcripts length (bp)
	Unigene ID

	1
	Phenylalanine ammonia lyase (PAL)
	2,749
	comp127159_c0_seq1
	870
	Unigene 3191

	2
	Dihydro flavanol 4-reductase (DFR)
	2,354
	comp97721_c0_seq3
	-
	-

	3
	Flavonol synthase (FLS)
	1,380
	comp119846_c1_seq12
	596
	Unigene 17763

	4
	Shikimate o-hydroxycinnamoyl transferase (HCT)
	2,247
	comp120141_c0_seq5
	170
	Unigene 68032

	5
	4-coumarate CoA ligase (4CL)
	2,330
	comp119462_c0_seq2
	1164
	Unigene 42746

	6
	Chalcone synthase (CHS)
	1,875
	comp124147_c2_seq5
	656
	Unigene43280

	7
	UDP-glucose-3-o-glucosyltransferase (UFGT)
	1,718
	comp121979_c0_seq6
	442
	Unigene 148044

	8
	Auxin response factor (ARF)
	3,354
	comp127919_c0_seq2
	199
	Unigene 90963

	9
	Squamosa promoter binding protein like (SPL)
	4,111
	comp128677_c0_seq3
	1206
	Unigene 3437

	10
	WRKY
	3,363
	comp122285_c0_seq11
	707
	Unigene 15456

	11
	MADS-box
	1,904
	comp123209_c0_seq16
	462
	Unigene 8222

	12
	MYB
	1,564
	comp124865_c0_seq23
	1045
	Unigene 13024

	13
	Ethylene insenstitive 3-like (EIN3)
	2,631
	comp126050_c0_seq4
	515
	Unigene 150328

	14
	Glyceraldehyde 3 phosphate deydrogenase (GAPDH)
	2,002
	comp126278_c0_seq5
	911
	Unigene 35706

	15
	Histone lysine N-methyl transferase
	3,435
	comp120518_c0_seq3
	1,685
	Unigene 43421

	16
	Disease resistant protein
	3,912
	comp123346_c0_seq1
	924
	Unigene 21085

	17
	Nudix hydrolase
	2,113
	comp116348_c0_seq7
	1,064
	Unigene 43773

	18
	Suppressor of gene silencing 3
	2,333
	comp125242_c0_seq7
	1,604
	Unigene 20684

	19
	Eukaryotic translation initiator factor 3 subunit A
	1,896
	comp128368_c0_seq1
	309
	Unigene 13121

	20
	Inorganic pyrophosphatase
	3,053
	comp128335_c0_seq2
	2,995
	Unigene 30593

	21
	Retinoblastoma related protein
	3,933
	comp126778_c1_seq3
	1,050
	Unigene 8500

	22
	Dicer like protein 4
	4,892
	comp127638_c0_seq38
	239
	Unigene 114215

	23
	Elongation factor G
	2,893
	comp127281_c1_seq1
	1,576
	Unigene 34

	24
	Polycomb group embryonic flower 2 like isoform
	3,133
	comp124298_c0_seq40
	978
	Unigene 31545 

	25
	Argonaute protein
	1,446
	comp128731_c0_seq3
	1,259
	Unigene 42218


