Supplementary Table 3: Comparative length analysis of assembled unigenes from the present transcriptome dataset with the Malvaceae family members.

	Transcripts
	Length of unigene from present transcriptome dataset (bp)
	Length of transcripts reported from Malvaceae family (bp)
	Plants from Malvaceae         Family
	Accession number

	Phenylalanine ammonia lyase (PAL)
	2,749
	2,436
	G. raimondii*
	XM_012630501.1

	Dihydro flavanol 4-reductase (DFR)
	2,354
	1,348
	G. raimondii
	XM_012589443.1

	Flavonol synthase (FLS)
	1,380
	1,399
	G. raimondii
	XM_012607134.1

	Shikimate o-hydroxycinnamoyl transferase (HCT)
	2,247
	1,622
	G. raimondii
	XM_012591705.1

	4-coumarate CoA ligase (4CL)
	2,330
	2,181
	G. raimondii
	XM_012614529.1

	Chalcone synthase (CHS
	1,875
	1,636
	T. cacao*
	XM_007031990.2

	UDP-glucose-3-o-glucosyltransferase (UFGT)
	1,718
	1,677
	G. raimondii
	XM_012633812.1

	Auxin response factor (ARF)
	3,354
	3,723
	G. arboreum*
	NM_001330018.1

	Squamosa promoter binding protein like (SPL)
	4,111
	3,997
	G. arboreum
	XM_012582461.1

	WRKY 
	2,566
	2,005
	G. raimondii
	XM_012604275.1

	MADS-box
	1,904
	1,796
	G. raimondii
	XM_012610420.1

	MYB
	1,564                                  
	1,535
	G. arboreum
	XM_017774423.1

	Ethylene insenstitive 3-like (EIN3)
	2,631
	2,537
	G. raimondii
	XM_012620921.1


